Supplementary material for Part 3 Joshua Akey Lab
This page summarizes the analysis of Carl Zimmer’s genome by Joshua Akey and Selina Vattathil at the University of Washington. They identified 50.1 million base pairs of DNA in his genome that originated from Neanderthal ancestors. 

File: Genome Wide Distribution of Neanderthal DNA.pdf
This figure shows the location of Neanderthal DNA in Zimmer’s genome, indicated by vertical lines. The circles mark regions of the chromosomes known as centromeres. 

Neanderthal Genes.xlsx
This spreadsheet lists the genes that contain at least some Neanderthal DNA.
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