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Overview
• Ran ARGweaver with these genomes:

• Altai Neanderthal
• Denisova
• Carl
• 4 Europeans from Complete Genomics public data set (CG)
• 4 Asians from CG (3 Chinese, 1 Japanese)
• 4 African from CG (2 Yoruban, 1 Maasai, 1 Luhya)
• Chimpanzee sequence

• Initialized ARGweaver with previous run which used all individuals except Carl

• Ran 3000 iterations, discarded first 1000, sampled every 20, yielding 100 sampled 
ARGs

• Most results are averages across these 100

• Roughly 2 years of compute time



pop assignments



Error rate ~ 0.6%
Carl: 2.0%

Error rate ~ 0.35%
Carl: 0.46%



Resources: Launchers

• Neanderthal introgressed: 
http://compgen.cshl.edu/~mhubisz/carlZimmer/carl.altai.introgressed.html

• Denisovan introgressed: 
http://compgen.cshl.edu/~mhubisz/carlZimmer/carl.denisova.introgressed.html

http://compgen.cshl.edu/~mhubisz/carlZimmer/carl.altai.introgressed.html
http://compgen.cshl.edu/~mhubisz/carlZimmer/carl.denisova.introgressed.html


ARG browser:  http://compgen.cshl.edu/~mhubisz/carlZimmer/

https://d.docs.live.net/7d864dca11458ac0/Documents/presentations/CarlZimmer.pptx
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